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1 GGTCTCTGGAGCGCCCTGGGTTGCCCGGCCGGTCCCTGCCGCTGACTTGTTGACACTGCG 

61 AGCACTCAGTCCCTCCCGCGCGCCTCCTCCCCGCCCGCCCCGCCGCTCCTCCTCCCTGTA 

• • • • • • 
121 ACATGCCATAGTGCGCCTGCGACCACACGGCCGGGGCGCTAGCGTTCGCCTTCAGCCACC 

• • • • • • 
181 ATGGGGAAT GGGATGAACAAGATCCTGCCCGGCCTGTACATCGGCAACTTCAAAGATGCC 

MGNGM NKI LPGLYIGNFKDA20 

• • • ■ • * 
241 AGAGACGCGGAACAATTGAGCAAGAACAAGGTGACACATATTCTGTCTGTCCATGATAGT 

RDAEQLSK NKVTHILSVHD S 40 

• • • • • • 
301 GCCAGGCCTATGTTGGAGGGAGTTAAATACCTGTGCATCCCAGCAGCGGATTCACCATCT 

ARPMLEG V KYLCZ PA-ADS PS 60 

• • • • • • 
361 CAAAACCTGACAAGACATTTCAAAGAAAGTATTAAATTCATTCACGAGTGCCGGCTCCGC 

QNLTRHFK ESIKFIHECRLR 80 

• • • • • • 
421 GGTGAGAGCTGCCTTGTACACT G CCTGGCCGGGGTCTCCAGGAGCGTGACACTGGTGATC 

GESCLVHC LAGVSRSVTLVI 100 

• • • • • • 
481 GCATACATCATGACCGTCACTGACTTTGGCTGGGAGGATGCCCTGCACACCGTGCGTGCT 

AYIMTVTD FGWEDALHTVRA 120 

• • • • • • 
541 GGGAGATCCTGTGCCAACCCCAACGTGGGCTTCCAGAGACAGCTCCAGGAGTTTGAGAAG 

G R S C A N P N V G~~"~F Q R Q L Q E F E K 140 

• • • • • • 
601 CATGAGGTCCATCAGTATCGGCAGTGGCTGAAGGAAGAATATGGAGAGAGCCCTTTGCAG 

HEVHQYRQ WLKEEYGES PLQ 160 

661 GATGCAGAAGAAGCCAAAAACATTCTGGGT AAATATAAGGAGCAAGGGCGCACAGAGCCC 

D A E E A K N X LGKYKE QGRTEP 180 

• • • • • • 
721 CAGCCCGGCGCCAGGCGGTGGAGCAGTTTTCCGGCACTGGCTCCGCTGACCTACGATAAT 

QPGARRWS SFPALAPLTYDN 200 

• • • • • • 
7 81 TATACGACGGAGACCTAACGCAAGCGACCTGCTGCCTTCCTTCCCACTGCTTGTCTTCAG 

Y T T E T * 205 

841 TGTGCCCGGCTGGGCAGGGTGCGGTGGTGGTGGCCGATGAGACAGGAAAGGGAGATAGCC 

• • • • • • 
901 AGGGCGAGGTGGGGCGAGGGCTCTTTCCCCCAAGCAACACCGCCCAGCCTTGTTCCAGGC 

961 CCTTGCACTCCGCCCACCCT ACCTGGCTGCACCTGAGCTTGCTGCCCCCGGGGATGTTGC 

1021 CCAGTGGCTGTGCACTGCTCTGTGCACGTGCGTGTGTGTGAGTGCACTTGTGTGTGGGTG 

1081 ACTAAGTGGATGCATGTGTGTGCCTGTGTGAGTGAGGGTATGTGCACCTAAGTGTGTACA 

• • • • • 

1141 TGTGTGTATGTTGTGAAAGTGTCTGTGCACATGAATGTTTGTGTGAGTGTGAACTCTTTC 

1201 TTACTGCTGGAAGTCACA 1218 
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1 AGCCCGGCGCGGCCATGGGGAGT GGGATGAGCCAGATCCTGCCGGGCCTGTACATTGGCA 

M G S GMSQILPGLYIGN16 
61 ACTTCAAAGACGCAAGAGATGGAGAACAGTTGAGCAGGAACAAGGTGACACACATTCTTT 

FKDA RDA EQLSRNKVTHILS36 
121 CTGTGCACGATACTGCCAGGCCCATGTTGGAGGGAGTTAAATACCTGTGTATTCCAGCGG 

VHDTARP MLEGVKYLCIPAA56 
181 CAGACACACCAT CTCAAAACCT GAGAAGACAT TT CAAAGAAAGCATTAAATTCATTCATG 

DTPSQNL TRHFKESIK FIHE76 
241 AGTGCCGACTCCAGGGTGAGAGCTGTCTTGTACATTGCCTGGCTGGGGTCTCCAGGAGTG 

CRLQGE S C LVHCLAGVSRSV 96 
301 TGACATTGGTGATCGCATACATCACGACTGTCACCGACTTTGGCTGGGAAGATGCCTTGC 

TLVIAYI TTVTDFGWE DALH 116 
361 ACACTGTTCGTGCGGGGAGGTCCTGTGCCAACCCCAACCTGGGCTTTCAAAGGCAGCCGC 

TV RAGRS CANPNLGFQRQPQ 136 
421 AGGAGTTTGAGAAACAT GAAGT G CACCAGT AT CGGCAATGGCTGAGAGAAGAGT ATGGAG 

EFEKHEV HQYRQWLREEYGE 156 
481 AGAAC CCTTT G CGGGATGCAG AAGAAGC CAAAAAT ATT CTGGGT AAAT AT AAAGAGCAAG 

NPLRDAE EAKNILGKYKEQG 176 
541 GGCGCATGGAGCCCCGGCCTAGCAGCAGGCGGTGGAGCAGCTTCTCAACCCTGCCTCCTC 

RMEPRPS SRRWSSFSTLPPL 196 
60 1 T CACCT ACAAT AACT ACACAACAGAGACCT AACAGAGAGAGCTGGT GTCTGCCTT CCTGC 

T YNNYTT ET* 205 
661 TGCGGGTCTTCTGGGTTGCCTACCATGTGCTGGTGTGCCTGGTGTGCTGGCTCCTGCCTC 
721 TGAGGACTACGAGAGGAGGTCGCAGCAAGGTGGAGCACTCAGGGCTCCTTCTCAGAATAC 
781 CGCCCTACTCAGGCTTTTTCACTCTCCCATCTTCGCCCCATCTTTTCCTCACCTGAACTT 
841 GCCCAACCTGGGATGCTGCCCGGCCACCGTGTACTTCTCGTATGTGTGCAGGCGTGTGGA 
901 TGTGCATGTATGTGTCTAAGAGTGTGCATATATACCTACAAATGTATGCATTGTGAACAA 
961 GTACACATGTAAATGTGTCTCTGCATGTGGGCACTGAGTGTTTATGGTGCTGAAAGTTAT 
1021 AAACACCCGCTGCCAGAACTGCAATGGTCACATTGTTCAATCCCACATGGAAGTCATTTG 
1081 AACTTGGCCTCCTGGAAAGCTACTCCACCAAGTACAGCTTATGCCTGTGCTGAGTGAGAG 
1141 CT CAGGGT GTGGGCAGCTGGAAACAGTGGTGTT CCAGATT CT GAGATGGCACAGAGGAAG 
1201 GGACAGGACCCTCCTGAGGAAGAGTGGCATAATCCTAGTGAGTTTTATGTCTGTGGGAAC 
1261 AAGGGAGGGGCTTTCTGAGCACTGTCTTGGACTTGATAAGTATACTTGCCAGCCCGTCAT 
1321 GGCCCTGAGTTCCACTGGTGCCTGCTCTGCGTGGGACCAGCGTCATTTGACTTTCATGGT 
1381 GATATGGTATGGTGACAGGGTGGACCTGAGACTCAGTAGGCCTATACCAGAGGTCTGGCC 
1441 CACTCCTGTCTGCTTTTAAACACTTTAGCTCTGGCTTAGCTCTTGTTGCAGGGGTCTCAT 
1501 CTCAGGTTTGCATGTACCTGCAGGAACTGGAAAGAAAGGCAGTTATTAAACTCCATAGCC 
1561 ATTTGTGATTTAAAATGCCT ACGCATTCACTGAGCTCACTGTTGTATGCTGTGGATTTGA 
1621 CCGCTACCTCATGAAGTTCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCTTCCT 
1681 TCCTTCCTTTCTTTCTTCTTTAAGGTTGAGGTTTCTTTGGTACCCCAGTCAACTCTGCTT 
17 41 CATAGTTGAGAATGTTTGTCATGTGACTATTGTTTTTGAAACCAAAGAGAAGAGCATACT 
1801 TATGTCATTGAGTGATTTAAAATTTGCAGCTTGGCTTCTGTAGGGTTTTCTAGTGAGTCA 
1861 AACCTACATTCTGACCATGAGAGTCCTTAGTTCAAAGTATGTGGCAGCAGGCACCCCTAG 
1921 AAGTTTTGCACAGTCCAGTGT CCAGTCCTTTATGCCAATTCACGTTGCTT AAGCATGCAG 
1981 GACCATGCAAATGAAAAATACACTCAACCTCTCCCTAAACGTACTGTGACCAGGCATCTC 
2041 TGAAGCTTAAGAAACCCCCAAGAAGCCCCCGAGGAGCTGGACAGTGGTGGCACACACCTT 
2101 TAATCCCAGCTTTTGGGAGGCAGAGGCAGGCGGATTTCTGAGTTCAAGGCCAGCCTGGTC 
2161 TACAGAGTGAGTTCCAGGACAGCCAGGGCTACACAGAGAAACCCTGTCCCGAAAAACCAA 
2221 AAAAAAAAAAAAAAAAAAGGAGAAGCCCCT G AGGAAGAAGCAG CAGGC CTCTCTCTGTGT 
2281 GTGTGGAGCTCTCAGGGACCCAGGGAAGGTGTGGTTGCCAGCTCTCTGTGTGCAGGCCGT 
2341 GCCAAGCAATAGCATGAGTGACGCCTGAGTACCTGAGTATGTGTGCACGTGTATGAACAG 
2401 CTGCATACCTTTCCATAGGTTCTCAACTGTCTCAATTTTTGTTGCCAGTAATGTTCTTTC 
24 61 TCCACAGCTGCTCCGGGAATTCTGAAGTACTGGGCCTTTCTCAGAAGACTGTAATGTACC 
2521 T GAAGT TTCTGAAAT ATT GCAAAGTTCAGGCTGGTGCTGCCAAAAAGAAAAG TGATGTAA 
2581 AGTTTATTTTTAAGAATCCAATAGTGATTTGTATACTTGTTTTTTTTTCATTTTAAACCA 
2641 AATGCAT GT AT AAT CAT GT GG GAAT AT GTT AAGATCT ATGGAT ATT CTGT AGCAAGAGAA 
2701 ATATCTTTGCCTTAACTCCACTGCTGTGGTTGTTCCTTGGACCTGACCGATGCTCATACA 
27 61 ATAATCTCAAGAGCCCTGT CT GTTTCGT AAT AGT AACT ACTTCTCATGAACACT ACCCAA 
2821 GGAGGAAGCCTGCACCTGGGAAGTGTGCAGTGTGAGCTCTGCCCTCCTGTTAAGTTCTCC 
2881 AGCTCT AGACATGTCTCTGGGTGTGTGTTTTATCTACTGGTGTTATTCTATATGGTAGAA 
2941 TTACCAAAAGCTATTCAGATTTCTTAATAAAGGGCAAATCCCGGAATCTTTTGNTTTTTA 
3001 CCCTGGAAGA 3010 
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FIG.3(b) 
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FIG. 3(c) 




0) 

o 

CO 




(J> 



7/15 



+ I + 
+ + I 
+ I I 

J- Q- CO 
^ < CO 

Z ^ co 

< Ql 
X < 

LO 

CD 




o 
< 



< 

■ ■ 

CD 



i- 
< 



+ i + 
+ + i 
+ i i 



00 Q_ CO 

*s < * 

< "J 2 




< 



LO 

CD 



CO 
0O w 

CO i 




IO/I5 



FIG.6(b) 



FIG.6(c) 
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FIG.7(b) 
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FIG.7(c) 
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FIG.7(d) 
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FIG.7(e) 
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FIG.7(f ) 
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FIG.7(g) 
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FIG.7(h) 
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FIG.8(a) 
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FIG. 8(c) 
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